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Introduction

The ImmPort system supports the National Institute of Allergy and Infectious
Diseases (NIAID) and Division of Allergy, Immunology, and Transplantation (DAIT)
mandate to facilitate storage, sharing and analysis of research data.

This tutorial is intended as an introduction to the ImmPort data submission process.
It is meant to supplement, but not replace interaction with the ImmPort staff.
Contact the ImmPort staff for the preparation of the data for submission and using
the analytical tools at helpdesk@immport.org.

Data Submission allows you to upload descriptive information about Studies,
Subjects, Samples, Experiments, Protocols, Reagents, and Results. An ImmPort
data submission package may include a complete data set or incremental data sets.
The packages are transferred by secure ftp to the ImmPort system. The contents of
the package are processed to store the results and make them available for the
analysis, query and sharing tools of ImmPort.

A Research Project generally refers to a private workspace to be used by an
individual or by a group researchers collaborating on a given project. The workspace
provides access control to studies, experiments, results, and any accompanying
data. If you need assistance in understanding what a Research Project is and
whether you are associated with one, please contact the Help Desk.
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The ImmPort Data Model

This diagram illustrates the relationships between research data components.
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Another View of the ImmPort Data Model

This diagram illustrates the relationships between research data components with more details
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Data Submission

The Data Submission main page is accessed by clicking on the “"Submit Data” link from the menu bar either before or after signing in.

Home page before signing in

s, IMMPORT

Submit Drata

Submizzion

IMMPORT

About ImmPort DATA SOURCES

IrnraFort, the Irnrmunology Subrnission Res

Database and Analysis Portal,
iz a one stop shop to access
reference and experiment data
for itnmunologists. ImmFort
provides advanced
information technologw

Rezearch Data

NEAIDY AT
Data Stamdz

e
Iiwastigators Rezearch Advanced

Experinental Dats

Feferernce Cata
Clinacal Study Data

Quality C

>

supportin the production, ;ln'?tl:’cénce al Data Curation .\ »

analysis, archiving, and Databases =

exchange of scientificdata for e ".’l

the diverse comruunity of life A B - Maps to Ontologies . o

soience researchers supported
bar NIHID;"D.&IT.

O ¥Whatis IrnmPort

v ch Data

E About Innmiport Access Data Tools Resources Mews & Evenks

Ld

TT=er INarnes |

Fasswords |

m Forgzot Password?

Register for lmmPort

Eenefits of Registration:

# Aocesstodata visnalization tools

# Compare data sets to other researchers
HAeocesstodata analysis tools

Your Workspace page after signing in

Access Data

A IYIY10) R —

Submit Data

Browse Data Search Data Visualize Data  Analyze Data

Submission History
Submission Resources
ImmPort Research Data AGI Database

HIAID Programs in ImmPort

My Workbench

Private Research Data Research Data

Research Advanced Search

Reference Data

Shared Research Data Saved Lists

Reference Advanced Search

My Saved List
Analysis Results

N\ AN
From the ‘Access Data’ o
menu, choose ‘Submit fefle | sian out
Data’.
Metifications

« Release of research data from the sbudy by
Dr _Thomas Casale: "Allerzen immunother apy

9 Co-administered with Omalizumab’ is available now.

= Doing flow cytometry? FLOCK has been upgraded

9 for improved automated population identification.

= Analyze HLA typing data with ImmPort's new
ambieuity reduction tool for typing data.

= Dowwnload summary tables, pathways, protein-
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Data Submission Main Page.

$,& IMMPORT g

Edit Profile | Sign Out

About Immport Admin AccessData Tools Resources News & Events

Work Flow Guide
and Status Bar

Data Submission / Data Submission Home

Submit Data | Submission Histons | Resources «

Welcome to the ImmPor ent Data Submission Main Page!

: : : Step 4:
i Step 1 ST Step 2: — Step 95, o == Reoview Submission Status
Download and Fill Templates Check Data in .zip file Send Data in .zip file % Results

The Experiment Data Submission module allows users to upload experiment data into the ImmPort DATABASE. Information about the experiment and its results are
organized into several components including Subjects, Biological Samples, Experiment Samples, Protocols, Reagents, and Experiment Sample Results,

If this is your first time entering data, you will need the following:
P A set of protocol documents delineating your SOPs
P Reagent list
P A4 list of types of samples (blood ws lymphocytes vs serum, etc.)

P 4 system for uniquely defining each sample such that sample type, date of sample, type of analysis can be discerned

Please check that you are using the latest version of the InmPort data transfer templates.

» Data Submission Template Change History

» User Guide

» Tutorial

» Example Data Packages
» Data Package Yalidator

P This tool checks the format and content of the files in the data package and reports issues.

¥ The tool is downloadable client side and executed from a graphical user interface.
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E About ImmPort Admin Access Data Tools Resources HNews & Events

Help resources
Data Submission / Resource / Data Submission Templates

Submit Data | Submigsion History | Resources -

Tutorial

User Guide Step 4:
Submit Data — Step 2: Step 3: ; o
e R —_— — Sub Stat

Templates to Download L Iae s

Template Change History

. o XML Resources
1. Which Data Submizsion Template:

Please contact us by email at hell Example Data Packages
The User Guide iz a reference w Link to JRE ates need to be completed.

1.  Complste the templates that are nesosa.
Hote: Please save spreadshest _xs templates as tab delimited et files.

3. Create a _zip file that contains the files you want to submit (e_g. results, protocols, bioSamples template, experimentiamples template, etc. ).
4. Please check that vou are using the latest version of the ImmPort data transfer templates.

Latest
Required Data to Complete Version/

ImmPaort Research :
Data Class Purpose Spreadsheet Template Metadata Form XML Template Date

Available
Describes a study in terms of title, goals, basic study design.ds March
endpoints, subject grouping (arms or coherts), ¥ Study User Defined ID 2012
personel, planned visits or encounters and
protocols using a single worksheet.
A study design should be uploaded first.

Basic Study

} Title, Description,
Endpoints, Arms or
Cohorst, Personnel,
Peried. Planned Visit.
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Metadata Transfer Templates

Step 1: Download and Complete Templates. The descriptive information about research data is captured in
metadata transfer file templates. There are two formats provided on this site for the metadata templates:
spreadsheet based and XML (eXtensible Markup Language) based. Both formats capture equivalent descriptive

information.

There are 7 categories of metadata transfer templates

basic study design- Describe the purpose and goals of
the research.

protocols.xls — CRFs, sample preparation, assay
procedures

reagents.xls — Key components of assay (e.g.
fluorochrome conjugated antibody)

subjectsHuman.xls — Human subjects information
including demographics and phenotype

subjectsAnimal.xIs — Non-human research subjects
descriptions including strain and phenotype

experiments.xls — Describe experiments, including the
hypothesis and experimental variables

bioSamples.xls — Samples extracted and processed
from subjects (e.g. blood, DNA) and applied
treatments

experimentSamples.xls — samples, reagents, and
results form an assay. Note that there are
templates tailored for assay types.

There are additional templates to describe HLA and
KIR typing systems

Derived or interpreted assay results are reported in a
assay specific for ELISA, ELISPOT, Flow
Cytometry, HAI, HLA, KIR, Virus Neutralization
results.

Choose Step 1 to
get templates

Edit Profile | Sign Out

i, -
¢ IMMPOR

port Admin AccessData Tools Resources News & Events

Data Submission / Resource / Data S

Submit Data | Submission History | Resources «

; . : : Step 4:
Subll'nlt Data i M o —r M L e Reyiew Subrission Status
Main Page Download and Fill Templates Check Data in .zip fils Send Data in .zip file T 4Results

1. Which Data Submiszion Templates do you need?
Flease see the User Guide to determine which, if any templates need to be complated.

2. Complete the templates that are needed.
Note: Please sawe spreadshest s templates as tab delimited tut files.

3. Create a .zip file that containg the files you want to submit (e.g. results, protocols | bioSamples template | experimentSamples template | etc.).

Please chack that you are using the |atest version of the ImmPaort data transfer templates.

Latest
limmPort Research Data Class Spreadsheet Template Required Fields Checklist XML Template Versionf
Date Available

Frotacols pratocols.xls Protacal User Defined Id pratocols, xrl 09708 /2008
Reagents teagents,xls Reagent Liser Defined |d reagents, zrml 0908 /2008
Subjects subjecksHurnan xls Human subjedts. xml 09082008

subjectsAnimal.xls
b User Defined Id

¥ Protocol
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Data Submission Frequently Asked Questions

Which templates do | need?

A complete data submission package will include all of the completed templates and result files. Incremental data submission packages
will include some of the completed templates and perhaps results.

Why are there so many templates?

ImmPort organizes descriptive information about research studies by commonly used domains or classes; studies, subjects, samples,
protocols, experiments. The upload templates proves a means to capture relevant descriptive information about each data class
and to link records from different data classes together.

Which templates should | complete first?

The protocol and reagent templates are good candidates to complete first as these are often available to the researcher at the
beginning of a study and protocols and reagents can be referenced by other descriptive data types. Subjects and Biological
Samples could be completed next when this data becomes available. Experiments and the samples associated with experiments

What sort of protocols should | describe?

Among the types of protocols to consider including in your data submission package are subject recruitment and evaluation forms,
CRFs (Clinical Report Forms), sample extraction and treatment protocols and assay procedures.

Should | use Spreadsheet based or XML?

Both template formats capture equivalent data. Spreadsheets may be more intuitive to bench scientists and XML may be more
applicable for informaticists.

Which columns do | need to complete?

There are a few required and several optional descriptive fields to complete in each template. To successfully load data into ImmPort,
only the required fields in the templates need to be filled out. However, in order to fully use ImmPort’s research data search
capabilities, we encourage you to provide as much information as possible.

How do | know which columns are required?

In the spreadsheet templates, the required columns have a white background and the column name has a red asterisk. The column
names have comments that can be seen by hovering the cursor over the column name.

What is a user defined ID?

The user defined ID is intended to be a short name for a metadata record (e.g a subject or sample) and must be unique within the scope
of a research project.

How do | link data elements together?

The templates “talk” to each other via key linkages (for example, the Protocol IDs defined in protocols.xls will be referenced in
bioSamples.xls when you indicate which protocol was used for a particular biological sample). It is important to make sure all of
these key linkages match up when they are used.
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Summary of links to and from the metadata transfer files

This table summarizes how data elements can be linked together.

Studies Protocols Reagents Subjects Biological Experiments Experiment Results
Samples Samples
Link from
Studies Yes
Protocols - - - - - - -
Reagents - - - - - - -
Subjects Yes Yes - - - - - -
(Study
Arm or
Cohort)
Biological Samples Yes Yes - Yes - - - -
Experiments Yes - - - - - -
Experiment Samples Yes Yes - Yes Yes - Yes

Results
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Spreadsheet Metadata Transfer File Features

*Do not edit or delete the column headers. The column headers are used to ensure that the
data the user enters is properly processed.

eNon-shaded columns are required fields to be completed but the shaded columns are optional
fields.

eExplanatory comments which include the type of information and the size of text to enter into a
cell are available by moving the cursor (mouse) over the column header name. Commented
column headers have a small red triangle in the upper right corner of the cell.

eDrop down lists for some columns (e.g. measurement technique in experiments.xls) are
activated by clicking on a cell in the column (i.e. controlled vocabulary).

eWhen working on the Excel templates, we recommend that you save these templates in
Microsoft Excel format until you are ready to upload a submission package. At that point, you will
save all templates as tab-delimited text file files.

eIn the spreadsheet templates, the following metadata categories use a color code:

Biological Samples: blue
Experiments: yellow
Experiment Samples: purple
Protocols: orange
Reagents: light green
Subjects: rose

When linking entries in one metadata transfer file to another file, the color coding of column
headers can be used as a guide to indicate how to make the link.
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The protocols.xls template captures information on how the Biological Sample was isolated, enriched, processed,
treated or otherwise prepared for experimental use reagents to generate experiment results.

The columns in this template are Protocol User-Defined ID, Protocol File Name, Protocol Type, and Protocol summary.

A, =] | [ | ] | | F
1 [Protocols |“ersion23
" |Please do not
delete or edit
2 |thiz caolumn
" |column Mame |Protocol Users * Protocol File *Protocol " Protocol Type *Protocol SUmMImary |
3 Defined ID* Hame* Hame
FloweCyt Splenic B cell |Splenic_B_cell_izolat | Splenic B Biomaterial_Transtormation FEemoval of spleen from mouse and isalating B
izolation ion podf cell izalation cells
A
- Flgwr:}.-t Culture Cutture_conditions g [Culture Biomaterial_Transtormation Culturing cells for extended periods
conditions df conditions
5
] FlDWC},-'t Protocaol FloweCytometryProto | Flowy Assay Preparation of cells for flowe cytometery, including
col.xls Cytumetr staining with fluorochrome-conjugsted antibodies
v Protocol T
A

This User-defined ID is similar to the one entered
in subjects, bioSamples and experimentSample
templates

Enter name of protocol

Enter protocol summary

File name MUST be EXACTLY the same as
protocol document included in submission
package including extension

Select protocol type from the
drop down list
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Reagents

The reagents.xls template captures chemical compounds used to measure an Analyte(s). Different unique files of
reagents worksheets can be selected for Array, ELISA, ELISPOT, FCM, HLA, Illumina and Other. The example given is
a completed reagents version of ELISPOT. Please refer to the Data Submission user guide for detailed information.

Whenever there is a comma in a text in any cell, Microsoft Excel will add a double quote at the beginning
of the text and a double quote at the end of the text.

T

This User-defined ID is referenced
in the experimentSample template
Hefining samples used (templates are

assay specific)

If reagent is a set, provide
set components

Indicate measured analyte

T

Manufacturer

Catalog Number

A, | E | ¢ | o | E | F G H J | K

1 Reagenis wersion 2.7

Please do not

delete or edit

thiz column
2

Column Mame |Flow Cytometry Reagent h Analyte Y Detector Reporter Tisthisa Reagent Set h Reagent Set Y Manufacturer’ Catalog h Reagent Hame b

User-Defined ID Hame' Hame' Hame' Reagent Components- |(Components- Humber'
Set? Reagent User- | ImmPort
Defined IDs* Reagent
Accessions'
3
4 1F|DWC5-T Annexin % FITC Phiogphaticdy Annexin % FITC M BD Pharmingen 'B56419 Annexin W
5 Floww Tyt arti CD24 PE D24 anti-CD24 ar PE I BD Pharmingen [S53262 anti-C024 antibody
=] Flovy Syt arti 19D bio 58 PerCP gD anti-lgh antik PerCP M BD Pharmingen [S53509, 554064  anti-lgh antibody
7 FlowwiCyt anti A284 .1 APC A4 anti-A444 1 5 APC I e-hioscience 17-5892-51 arti-A484 1 artibocdy
5] Flowe Tyt anti CO25 PE Cyv7 ChD23 arti-CD23 ar PE-Cwy il e-hioscience 25-0232-52 anti-CD235 antibody
=] Floww Cyt anti D235 PE CP Le(y =] anti-C01 39 ar PerCP i} BD Pharmingen 557655 anti-C019 antibody
10 Floww Cyt anti CD21 Pac blue L ey | anti-Z021 ar Pacific blue |1 e-bioscience S7-0212-52 arti-CD21 antibody
11
A '
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Subjects
Two templates for human (subjectsHuman.xls) and non-human primate subjects(subjectsAnimal.xls) are
available to collect Subjects information. These templates are available from Step 1 of Data Submission. Only one

subjects.xml file is available for both of these templates.

Note: Subjects MUST link to a Protocol(s). This is a requirement on DAIT minimum information standards.

A B C D E = G H | J K L M N 0
1 |Subjects | 2.13
Pleazedo
2 |notdelete
Column | Subject " Subject " Gender* “Age* Y Age Unit* " Age Event” Age Event " Ethnicity* " Race* " Race Y Subject " Study Arm " Subject " Population’
Name User- Treatment Specify Specify Phenotype* Or Cohort* Description
Defined ID* Protocol
User-
Defined ID*
3
4 T

Reference the Subject User-ID :
in the bioSamples template Select age unit

Select the event used Link the subject to a

Enter Protocol-User ID cul
to calculate age study’s arm or cohort

Gender can Gender male,
female or unknown
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Biosamples

The biosamples.xls template captures biological material that has undergone isolation, processing and/or treatment
prior to use in an experiment. The template is available from Step 1: Submit Data. Description on template may
include links or references to a subject, protocols or a source biological sample.

bioSamples.xml is used to capture in a systematic way the metadata describing the biological samples used in an
experiment. Attention: When an element uses a controlled vocabulary, the values are case sensitive and MUST be
entered as specified.

Note: Biological Samples MUST link to a Protocol(s) and Subjects.

A B C D E F e H J K L
Biological |Version2.13
Samples I

Pleaze do not
delete or edit

this column
Column Mame |Biological | Biological | Biological * Source | Study | Study | Study Study " Study | Biological " Biological | Bi
Sample User- Sample Sample Subject U=zer- Time Time Time T0 Time )  Sample Sample S:
Defined IF | Type* Protocol  User- Defined Collected” Collected Event® Event: Hame Description =1
User- Defined |I¥ Unit* Specify
Defined ID* ID* o
A g
A T s
\ J
Y A red triangle indicates there are

Link the sample _
to a study Describe the

sample’s
collection
within the study.

i)
(=)

otocol User_Defined |

- ) ; additional instructions upon
is a required field

mousing over

Select the Biological Sample type
from the drop-down menu

Subject User-defined ID which Biological

The same biological sample User- user-defined ID is derived

defined ID is referenced in the
experimentSample template
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Experiments

The experiments.xls template captures the overall goal and methods of an experiment. The column “Experiment
User-Defined ID” refers to the short name for the experiment. The “Experiment Name” column records a longer
name. More detail can be provided about experiments, but that is the minimum data the user will need

in filling out the template.

Note: Experiments MUST link to a Protocol(s). This is a requirement on DAIT minimum information

standards.
A, B © ] E F G H | J K
Title of the _¥ |Experiments Wersion 2.9.2
template: DO A Plesse do not delste or
NOT EDIT it 2 |gdit thiz column
alumn Mame Experiment Users Experiment YMeasurement |Protocol User-Defined ‘E:periment ‘Descriptiun ‘Hyputhesis‘llatiunale ‘Keywurds‘ Guality “t
Defined ID' Type' technigque’ D' Hame Control
Measures
3
FlowCyt Expt FlowCyt Splenic B cell | Annexin+8 colo|Comparison of BAFF has dBaseN on :BAFF, sphNormal floyE
izalation; FlowCyt Cutture
DO NOT EDIT conditions;Flcx/Cyt
column A i Protocal | A
3 1 u
6 | v

Experiment Type is
selected from the drop-

down menu list

i Enter a description of

Links to protocols.xls : the experiment here

Enter a Name for the
experiment Additional comments and user
instructions for each column are
described when you mouse
over the column name

A
)
t
i
i
1
i
i
i
1

The measurement technique depends on type of
experiment selected from drop-down list

The Experiment User-defined ID will be referenced in
the experimentSamples.xls template to link together all
experiment samples for an experiment. Each unique
experiment should be entered in its own row
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Experiment Samples

The experiment samples templates are organized by assay type. If there are commonly used file formats for an
assay type (e.g. Affymetrix gene expression arrays or Illumina genotyping arrays), there is often an experiment
sample template for the assay type and file format. The experiment sample templates all capture the links
between experiments, protocols, biologial samples, and assay results.

When linking an experiment sample to more than one reagent, sample, protocol or result file, please use a
semi-colon (;) to separate the records.

Experiment Samples |+ersionz292

Optional Optional

Optional Optional

TMarker " Additional  Experiment Experiment
Information Result File Sample Sample

File Hames

Hame Description

7 Experiment Sample User- E?E:r_in;e:ﬁt_Us_er_- - _'Pmtm:ul Reagent User- Biological Sample User- ¥.FC5 Result File'
Defined I Defined I User- Defined IV Defined IV
Defined ID*
7 Flonw Cyt Specimen_001 _Tube_001 fc=
Splenic B
cell izalation
| FlowCyt ES 101006 _ FlowCyt Expt FlowCyt Annexin % Splenic_B-cells_untreated
Flonw Cyt Specimen_001 _Tube_002 fc=
Splenic B
cell izolation
| FlowCyt E/101806_2  FlowCyt Expt FlowCyt Annexin % Splenic_B-cells_untreated
FlorewCyt Specimen_001 _Tube_003.fcs
Splenic B
cell izolation
FlowlAt ES 101806_3  Flowggyt Expt Flowdyt Annexin Y gplenic_B-cols_untreated v
1

Choose an experiment

1
1

platform /

/

Enter the Experiment Usl'er-defined ID that \
the Experiment Sample is associated with

Enter the Experiment
User Defined ID after
selecting the appropriate
tab for GT, GE, FCM or
other ExpSample

1
]

Beell_stain.infa

Beell_stain.info

Bﬁn.infﬂ

Specimend0l_tubel

Specimen00_tube

Specimen00l_tube3

N

Enter a Name for each

_This column links to
~- JbioSamples.xls

Experiment Sample

Enter the Protocol User-defined ID

N,
~
~

'~

Enter the User-defined ID of the Reagent
associated with the Experiment Sample

Enter raw (primary) results

1 file name including extension

of experiment sample
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Experiment Samples templates are specific for the assay types below
and reflect individual characteristics unique to each:

ELISA
« ELISPOT

« Flow Cytometry

« Gene Expression

« Genotyping

« HLA

« KIR

« Mass Spectrometry

«  MBAA

« (gRT-PCR

« Hemagglutination Inhibition
*  Virus Neutralization

For assistance with template completion, please contact the helpdesk at
helpdesk@immport.org
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Comparison of Templates

If the metadata files completed were stacked on top of each other, a new perspective on how each is related can be observed.
The color coding of the metadata categories and how they are represented in different files can be seen.

subjectHuman.xls

bioSamples.xls

experiments.xls

_’ Please do not 7

Subjects
=

Flease do

not delete

2.13

Column Subject T Subject T Gender T Age* T Age Unit* ™ Age Event® Age Event ' Ethmicity* ~ Race* ™ Race ™ Subject T study Arm
Mame User- Treatment Specify Specify Phenotype* Or Cohorts
Defined I Protocol
User-
Defined ID™
Biological |[“versicn 213
Samples

delete or edit
this column
Column Name Biological ™ Biological
Sample User- Sample
Defined ID* Type*

™ Biological " Source

Sample
Protocol
User-

™ Study

M study ™ study Study
Subject User- Time Time Tirme TO
User- Defined Collected” | Collected Ewent*
Defined o= umnit”

Defined ID"  1DF

™ Study ™ Biological " Biological | Bi
Time TO Sample Sample S
Event Hame Description s
Specify

experimentSamples.xls

protocols.xls

reagents.xls

Experiments wersion 2.9.2
Please do not delete or
edit this column

Column Mame

Experiment Users Experiment

TMeasurement | Protocol User-Defined Experiment

h Description

N Hypothesis Y Rationale " I{eywords‘ Cuality “

Defined ID* Tvpe' technigque’ ([ Hame Control
Measures
Experiment Samples “erzion 292 Optional Optional Optional Optional
Experiment Sample User- E;p_erTn;eﬁtEs_er_- - _'Protocol Reagent User- Biological Sample User- ¥.FCS Result File' TMarker Y Additional | E:periment‘ Experimem‘
Defined ID* Defined ID* User- Defined ID* Defined ID* Information Result File Sample Sample
Defined ID* File Hames Hame Description
Protocols [“wersion 2.3

Plea=e do not
delete or edit
thiz column
Zolumn hlame (Protocol User-
Defined ID*

®Protocol File

Hame*

“Protocol
Hame

T Protocol Tywpe

* Protocol SLUMMIITary

'
Reagents |wersion 2.7

Please do not
delete or edit
this colmn

[Column Mame [Flow Cutometry Reagent
Useaer-Defined 1D

Aanante
Hane”

S Devector
Hane*

S Reporter
Hame*

M= s A
Reagent
Setz*

MReagent Set
Components-
Peacg
Defined IDs"

M RrReagent sex
Components-
nt User-|lnumPort
Reagent

ianuracturer” | Cataloo
HumBer:

Accessions'




s

BICHNFORMATICS FOR THE FUTURE OF IMMUNOLOG

S IMMPORT |mmPort Data Submission

Derived Data

1. Flow Cytometry Derived Data Report
The FCM_derived_data.xls template is available from Step 1 of Data Submission. Flow Cytometry Derived
data refers to the measurement of the Experiment Sample to which the population cell number, population

percentage or other statistics appl

Y

Enter the Population %

Enter the parameter statistics
using the specified format

A | 8 [ ¢ [ o | e | F | & [ H [ 1 [ [J4 [ K |
FCM \Version 2.3 ‘ ‘ ‘ ‘ ‘ | | ‘
analyzed
1 |results
" |Please do nat
delete or edit this |
2 |column
| Column Name ExpenmelifSample Expenment ‘Populaﬂon ‘Populatlon Definition Populatlon Cell ‘Base Parent ‘Poptiiétion ‘bther "‘Parame'ter “Comments
User-Defined ID' Sample \Description’ ‘(Jdtlll( \Number (please |Population for Percentage Population Statistic(s)
ImmPort \combination)' include unit)' ]Population (%) Statistic(s)
3 ‘ ;Accession‘ | ‘ |Percentage’ ‘
4] 1018061 |B-cells  Viable gate 91 1066 cells/salall events 72.80%
5 1101806_1 ‘Annexin necAnnexin negative 326281 cells/salB-cells  w B35, 70%
ib |101806_1 | AAdhI Immz AAdhi 45210 cells/sarr B-cells and )-\Qnex13 90%
\'\.
\.
- Other population
Enter the Enter a description of Provide the gates Provide the Specify the base or parent statistics and
experiment the population defined used to define the number of population, or indicate that it comments may be
Sample User- by the gate(s) population cells/unit in the is “Total events” provided
defined ID or population
Accession
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Example templates needed in Flow Cytometry data submission

Experiments.xls template (1 of 2)

A B[ ¢ T o [T E [T F T ol wl 1T T o T k[T L] M T NTolpr
1 |[Experiments |Version2.3 |
Plesise to not delete or
2 |edtthis colmn ‘ ‘ ‘
~ |Column Name Expenment User Expenment Measuremem‘Protocol User” Protocol ‘;Eiperiment‘bescﬁbtibn'Hypothesié‘Rationale TKeywords‘Qﬁalﬂy ‘Expefiinenters “Linksto  “Constants' Condition
Defined ID* Type' techmque Defined D' ImmPort  Hame Control Publications Variables
Accession’ Measures
1 H 1 > / 7
; P _» I N N .
A Eiperiment 10/ Celldlar_Phe FCM FlowCytornetryProtocol '
1

7 .
/ !
/ 1

The Experiment User-defined ID will
be referenced in the
experimentSamples.xls templage to
link together all experiment samples

Enter the Protocol
User-Defined ID

for an experlment I

Enter Measurement Technique

\
Enter a Namie_ for
the experiment

[
1

Enter Experiment type used

\
\

Enter a Hypothesis, Rationale,
Keywords, Quality control measures,
Links to publications, Constants,
Conditional variables

Enter a description of the
experiment here
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Example templates needed in Flow Cytometry data submission
Experiments.xls template (2 of 2)

Enter experiment
keywords here

Indicate who performed
the experiment here

Indicate any links to publications here,
such as a PMID number or a URL

|

\\

J S N S A | o/ | P
1
2
Hypothesis ¥ Rationale K ords’ Chuality ‘Expe imenters  Links to Y Zonstants " Conditional 3
Control Publication Variables
i Measures
T cell Baszed on thymic atrophy and  CFD,

develapment is
impaired in CPD
knackout mice

perturbations in other lymphaid  thymus,
cell populations, we expect that T cell
T cell development is also

perturbed in COP kmckn“””'“/’

Enter the experiment
rationale here

Indicate what quality control
measures were used here (e.g.

duplicates, triplicates)

Jamie Lee

PMID: Cell type maouse genotype
117339170 YT versus CDOP

homozygous
knockout)

List the Constants and Conditional Variables in the
experiment. In this example, thymocytes from a WT and
mutant mouse are compared. Since only one cell type is
used in the experiment, “Cell Type” is a Constant. The
mouse genotype is the Conditional Variable in this experiment
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Derived Data, continued

HLA Typing Summary Report

The HLA_Typing.xls template is available at Step 1 of Data Submission. Data is used to analyze HLA using
controlled vocabulary unique to groups of populations using measurements of gene types like HLA-A, HLA-B, DPA1,
DPB1, DQA1, DQB1, DRB1letc. The loci names are available from the IMGT website (www.ebi.ac.uk/imgt/hla/) or the
dbMHC (www.ncbi.Inm.nih.gov/mhc/) website. A horizontal format for collecting typing results is recommended.

Two columns must share a locus name with one column name ending in ‘Allele 1’ and the
other column name ending in ‘Allele 2’.

Note: Currently no validation of locus names is done.

|4« » »\HLA Typing /
| Ready

Al - A HLA Typing Results
A B [ ¢ [T o | E T F JT & | H [ 1 | 9 [ k [ L] w]] x | Y | z
| 1 |HLA Typing Results “ersion 2.7
Please do not delete or edit
this column
Column Name YExperiment' HLA-A HLA-A HLA-B HLAB HLAC HLA-C HLA- HLA- HLA-  HLA- HLA-  HLA-  |Other Other
Sample Allele 1 Allele 2 Allele 1 Allele 2 Allele 1 Allele 2 DPA1  DPA1 DPB1 DPB1 DRBS DRBS
User- Allele 1 Allele 2 Allele 1 Allele Allele 1 Allele 2
3 Defined ID* | | [ _ | [ | | [ | | | { ]
HLA Typing HLA-E allele 1~
4 Report 1 |A"D1D1 A'D101 B07021 BD7022 iy
= . r r - ele 1
HLA Typing | HLA-H Allele 1
5 Report 2 1264 264 BT7022 BM7023 HLA-] Allele 1
e [ I 1 1 I HLA-K allele 1
== HLA-L allele 1
% HLA-P allele 1 ¥

>

>

Enter the Experiment Sample
User-defined ID here

LY

Any two columns must share
the same locus name

/

Other loci from dbMHC are
canonical and can be selected



http://www.ebi.ac.uk/imgt/hla/
http://www.ncbi.lnm.nih.gov/mhc/
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Save the spreadsheet file as tab-delimited text

Each template must be saved in a tab-delimited text file (*.txt) format in preparation for submission to ImmPort.
Click on “File” in the Excel menu bar and choose “Save As”. In the pop up window, click on the “"Save as type” drop-down
list, scroll down and choose “Text (tab-delimited) (*.txt)”. When the pop window appears asking if the user wants to
save the files as text, please select “Yes”.

Note: The original names of the templates (e.g. protocols.txt) MUST be maintained.

Only one copy of each of the metadata files is included in a data submission package.

el e ——— Savein: [ InwPort_TabDelimited Tet  v| @+ (3| & X [y i - Tooks~
IE_] File | Edit “iew Insert Format Tools Data ‘Window Help A
p3
3 LY bew-- bl 9 - @ = -8 s - @ i
— Lg 5 My Recent
B S
_| il ———— - H ic WA "
P——— g = m—- ...which opens this “dialog box".
1T Fio search . Desktop From “Save as type, choose “"Text
2 . .
I Permission \\ b (Measurement Description FProtocol User- - (Ta b Del m |ted) .

ique” Defined ID 2y
3 | ‘“Web Page Preview \ \ J y
4
5 Page Setup... \ \ = My Documents
%- Print Area “ " ) -
ST P ereyew Choose “Save As”... 35
%_ 4| erirt... ) [y Computer
11 -
12 werd e " ‘] File name: imentSamples. x| J (
13 R name:  lexperimentSamples.xls v Sa

I Properties My Network /
Places Save as type: Al

Microsoft Excel

experiments.txt may contain features that are nat compatible with Text (Tab delmited), Do you want to keep the workbook in this format?
L]

\1) o Tokeep this farmat, which leaves out any incompatible Features, click s,
+ To preserve the features, click No, Then save a copy in the latest Excel format,
+ To see what might be lost, click Help,

Choose “Yes” ? toves | | o | [ tep |

J

another dialog box.

Clicking “Save” opens ]
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Data Submission Package .zip file contents and structure

The ImmPort data submission package is a .zip file that includes all of the files the user wants to submit.
There are many tools that can be used to create a ™

Select all of the files to be included and then create a .zip file (versus .zipping a folder with all of the files).

.zip” archive file.

Please do not select a folder or directory of files to ZIP- this confuses ImmPort’s software.

binSamples. txk

expetimentSamples, bxt

FACS_gate_annokakion, bxk

protocols, bxk

subjectsAninal, txk

AD00Ga_as3171.fes

EPOF |

experiments. bxk

FACS_analyzed_resulks,txk

FlawCytametryProtocal pdf

reagents. kxk

ThymusDissectionProtocal, pd

File Actions Options Help

Select all files to
include in .zip

@WinZip - Illumina-Genotype-Data-Submission-Yignette.zip

=lolx|

/.

18 @A AD e & ¢

New Open Favorites Add Extract  Encrypt View CheckOut  Wizard
& I Type I Modified I Size | Ratio l Packed | Path
=l bi Text Document 43072007 4:50 PM 2,148 83% 361
@ Custom2Marker ,Of OPA File 4/30/2007 6:07 PM 1,279 54% 589
E] Example_llumina_Gen _Result_File.txt Text Document  4/30/2007 8:32 PM 351 40% 212
E] experiments.txt Text Document  4/30/2007 5:34 PM 1,196 76% 286
B experimentSamples.txt Text Document  4/30/2007 7:55 PM 783 S54% 360
B reagents.txt Text Document  4/30/2007 5:05 PM 505 56% 223
E] subjectsHuman, txt Text Document  4/30/2007 4:47 PM 1,716 79% 354
4 | ©
ISelected 0Ofiles, 0 bytes \ \ \Total 7 files, 8KB 6 Q 7

Review .zip file
contents
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Data Submission / Data Submission Package Validator

Submit Data | Submission History | Resources -

. . : . Step 4:
E.ubr.nlt Data 5¢_E'D_'.1- — Ep__l. : — E't—Ep_'—?" L =g Review Submission Status
Main Page Download and Fil Templates Check Data in .zip file send Data in .zip file & Results

Data Submission Package Validator

This tool checks the format and content of the files in a data package and reports issues. This tool is downloaded to
your computer and run from a graphical user interface.

The Validator inspects completed templates (the metadata transfer files) for common formatting error and data
integrity issues, checks for missing files, improperly formatted metadata files and references to other metadata
within the data package, Integrity and structure of .zip files.

It is highly recommended to use the Validator before sending data into ImmPort as part of the data submission
process.

When no issues are noted by the Validator, please submit the data submission .zip package to ImmPort.

The following requirements are important for the running the application:

Java configured to run from the Windows command prompt.
JRE 1.5.X or later installed.

Minimum size of memory required is 64 MB.

Number of files to be unzipped is 76 files and 42 folders.
Disc space needed is 8.33 MB.

No file overwriting will occur by defaulit.
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Uploading a file less than or equal to 1 Gigabyte -- Submit Online

Click on the send data file tab and if the page has timed out, log back into ImmPort and continue with the submission
process. Select the research project to which the data will be submitted. If none has been created, the Principal
Investigator or the Project Manager can create one. If there are multiple projects listed, the Principal Investigator or the
Project Manager decides which project to select.

Submit Data Step 1: step Z: Step 3: Step 4:
5 o —- . —— i . - Review Submission Status
Main Page Download and Fill Templates Check Data in .zip file Send Dsta in .zip file SRt
esults

Research data will be stored in the private project workspace of your research project. Please select the Research Project and Grant/Contract
number with which your data will be associated and enter any comments in the Notes text box. If you need assistance in understanding what a
Research Project is and whether you are associated with one, please contact the Help Desk.

ImmPort accepts data submission packages in the "ZIP" format. (Please see the Data Submission User Guide for more information on how to create a
.Z2ip file.)

[

ease DO NOT include spaces in the .zip file name.

If your .zip file is less than or equal to 1 Gigabyte , please use the Submit on-line option.

* Check the "Upload Online" check box. Indicate any relevant notes
pertinent to the uploaded data

and ensure the Upload Online is

* Click submit and checked
Flease check that you are using the latest wersion of the ImmPart data transfer templates.

¥ Select the .zip file using the browse button.

If your .zip file is great

¥ Uncheck the '"Upld

Research Project Title: TESTING: Bisinformatics Integration Support Project
¥ Click submit and

Contract/Grant Mumber: HHSMZE6 2004000765
¥ Contact the help

Motes: Browse for the file to upload

If this is your first time from the local directory on
b A setof protocol your computer and then click
‘Submit®
¥ Reagent list k
¥ A list of types of [“lupicad online | Browse./
¥ A system for unid
subimit
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Uploading a file greater than 1 Gigabyte -- Submit Offline

To unload data files areater than 1 Ginahvte uncheck the unload hutton and click submit. The Unload ticket is used to track the nackaae for

Data Subrnission / Experiment Data Subrmission

Submit Data | Submission History | Resources =

. . . . Step 4:
M —— St_ep._l. —— ﬁp__& - —— ﬁp._S. .- =—fp=-  Reoview Subrmission Status
Main Page Lownload and Fill Termplates Check Data in .zip file Send Data in .zip file % Raculiz

Rezearch data will be stored in the prvate project workspace of vour research project, Pleaze select the Rezearch Project and Grant/Contract
number with which wour data will be associated and enter any comments in the Motes text box, If wou need azsiztance in understanding what a
Rezearch Project iz and whether wou are aszociated with one, pleaze contact the Help Dezk,

ImmPort accepts data submizsion packages in the "ZIP" format, (Pleaze see the Data Submission User Guide for more information on how to create a .Zip
file.)

Fleaze OO MOT include spaces in the .zip file name.

Please check that wou are uzing the latest wersion of the ImmPort data tranzfer templates, Add relevant notes pertinent to the
project or data being uploaded

Research Project Title: TESTIMG: Bioinformatics Integration Support Project

Motes:

Upload Online to
be unchecked

Click to get the upload ticket number
1 that can be used to ‘track’ the package

. Upload Ontine uploaded into ImmPort.
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Review Data Submissions History

When the .zip file has been sent to ImmPort, the web page will be redirected to the Data Submission History page that lists
the data packages that have been sent.

An email confirmation is sent to the submitter that the data package has completed submission processing or that there

have been some problems with the package.

“};{;‘;{‘% l J\A ]’\/1 l JL) i { l . | Edit Profile | Sign Out

About Immport Admin  Access Data Tools Resources Mews & Events

Data Submission / Data Subrmission History

Submit ata | Submission History | Resources =

. . . . Step 4
SUbI.-mt Leiie - St_e& ——— M e —— St—ELE' e == Rewview Subrission Status
Main Page Download and Fill Termplates Check Data in . zip file Send Data in .zip file % Results

Thiz page iz a summary overview of the data submizsions to a project. If you have access to more than one project, use the project filker to view the submizzion queue

from other projects,
The data submitted to ImmPort can be queried and reviewed in Research Data Search

The status of the submitted data is
indicated as either ‘Pending’ or
‘Completed’. The nature of the
error is indicated on the Ticket
Number for debugging

Filter By Project A0WR Waricella test W Set Filter

Click on a Ticket Mumber below to wiew a submizsion's details,

15 items found, displaying all items.

kilelbe_20091013_194  ELISA_example_Package.tab-delimited.zip ELISA&-MEMS_repo r_file Completed kilelbe 101352009 0922111
kilelbe_20091013_195  ELISPOT_example_Package,tab-delimited.zip ELIZPOT _report_ file Completed kilelbe 101352009 092115
kilelbe_2Z0091013_194  Flow_Cytometry_example_FPackage, tab-delimited. zip FCé_repart_file Completed kilelbe 101352009 0902122

kilelbe_Z00910153_197  Gene_Expression_Example_Package,tab-delimited.zip  GED_G5M_GCO5%-Mb 55 _output itarted  kilelbe 1015352009 092125
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Review Data Submissions History

When the .zip file has been sent to ImmPort, the web page will be redirected to the Data Submission History page that lists
the data packages that have been sent.

An email confirmation is sent to the submitter that the data package has completed submission processing or that there
have been some problems with the package.

Data Submission f Data Submission History

Submit Data Submiz=ion History Resourcas -
Step 4:
submit Data Step 1: Step T Jtep S
. S _ — _ ) — ) ) - Reuiew Submizsion Status
MEin Page Download and Fill Templates Check Data in .zip file send Data in .zip file = i
Results

Thiz page iz a summary cverview of the data submissions to a project. If you hawe access to more than one project | use the project filker to wiew the zubmission queus
from other projects.

The data submitted to ImmPort can be queried and rewiewsd in Bezearch Data search
The status of the submitted data is
indicated as either ‘Pending’ or
‘Completed’. The nature of the
error is indicated on the Ticket
Number for debugging

Filter By Project Regreszion July 20 bl “et Filter

Click on & Ticket Mumber below to wiew a submizzion's details.

5 items found |, displaying all items.

Ticket Number 2P File Mame I S submitter| — submit Date

Eezal_z0031021_2Z22 ELISA_Example_FPackage =wl.zip ELISA_report_fi le Completed Beal 10721 22009 14:24:42
Bezl_20091021_217 ELISA_example_Package. tab-delimited.zip ELISA -tEL L repo ri_Tile Complated Baal 10721 2009 13 58: 59
Eeal_ 20020302 143 extractsinlee . =ip Aty GEO5-G045%- GTYPE_Genotypin 2_output Completed Beal 03902 /20079 16:0%:00
Bezl_20090720_41 HLA_1reagentperlocus_ Example_Package tab- HLA typing_summ ary Complated Beal OF 202009 15:03: 56

delimitaed. zip

EBezl_20090720_40 Gens_Exprezzion_Examplz_Package. tab- GEO_ G5 _GCOS-Aa S5_output Complated Beal OF 202009 12:47:15
delimitaed. zip

S items found | dizplayving all items.

Legend:

* Pending, The .zip file iz in the data submission proceszing queue.

* Started, The .zip fil= iz being validated.

= Completed, The .zip file iz succezzfuly procezzed and stored.

* Rejected , One or more errors were encountered when processing the submitted files.



